: Optimisation of the parameters for denaturation and elution of ss-DNA. (A) Mean values of the ss-DNA concentration (after the removal of forward strand) at PCR pool after eluting with different concentration of NaOH solution (B) Mean values of the ss-DNA concentration at PCR pool after eluting with NaOH solution at different incubation time. Each bar represents the average of three separate trials (n=3). Error bars represent the standard deviation of measurements (relative standard deviation (%RSD) was found to be < 5% for n= 3). 
